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i*'212> DNA 














•'<?l213> Zea mays 












1^4 00 > 1 














jatggcgccga 


gctccccgtc 


acccgccgcg 


cctacacgcg 


tctctgggcg 


gaagcgcgcc 


60 


.'^ccaaggccg 


aggagatcca 


ccagaacaag 


gaggaggagg 


aggaggtcgc 


ggcggcgtcc 


120 


j&'ccgccaagc 


gcagccgcaa 


ggcggcatct 


tccgggaaga 


agcccaagtc 


gccccccaag 


180 


i^aggccaagc 


cggggaggaa 


gaagaagggg 


gatgccgaga 


tgaaggagcc 


cgtggaggac 


240 


'gacgtgtgcg 


ccgaggagcc 


cgacgaggag 


gagttggcca 


tgggcgagga 


ggaggccgag 


300 


gagcaggcca 


tgcaggagga 


ggtggttgcg 


gtcgcggcgg 


ggtcacccgg 


gaagaagagg 


360 


gtggggagaa 


ggaacgccgc 


cgccgccgct 


ggcgaccacg 


agccggagtt 


catcggcagc 


420 


cctgttgccg 


cggacgaggc 


gcgcagcaac 


tggcccaagc 


gctacggccg 


cagcactgcc 


480 


gcaaagaaac 


cggatgagga 


ggaagagctc 


aaggccagat 


gtcactaccg 


gagcgctaag 


540 


gtggacaacg 


tcgtctactg 


cctcggggat 


gacgtctatg 


tcaaggctgg 


agaaaacgag 


600 


gcagattaca 


ttggccgcat 


tactgaattt 


tttgagggga 


ctgaccagtg 


tcactatttt 


660 


acttgccgtt 


ggttcttccg 


agcagaggac 


acggttatca 


attctttggt 


gtccataagt 


720 


gtggatggcc 


acaagcatga 


ccctagacgt 


gtttttcttt 


ctgaggaaaa 


gaacgacaat 


780 


gtgcttgatt 


gcattatctc 


caaggtcaag 


atagtccatg 


ttgatccaaa 


tatggatcca 


840 


aaagccaagg 


ctcagctgat 


agagagttgc 


gacctatact 


atgacatgtc 


ttactctgtt 


900 


gcatattcta 


catttgctaa 


tatctcgtct 


gaaaatgggc 


agtcaggcag 


tgataccgct 


960 


tcgggtattt 


cttctgatga 


tgtggatctg 


gagacgtcat 


ctagtatgcc 


aacgaggaca 


1020 


gcaacccttc 


ttgatctgta 


ttctggctgt 


gggggcatgt 


ctactggtct 


ttgcttgggt 


1080 


gcagctcttt 


ctggcttgaa 


acttgaaact 


cgatgggctg 


ttgatttcaa 


cagttttgcg 


1140 


tgccaaagtt 


taaaatataa 


tcatccacag 


actgaggtgc 


gaaatgagaa 


agccgatgag 


1200 



1 



tttcttgccc tccttaagga atgggcagtt ctatgcaaaa aatatgtcca agatgtggat 1260 

tcaaatttag caagctcaga ggatcaagcg gatgaagaca gccctcttga caaggacgaa 1320 

tttgttgtag agaagcttgt cgggatatgt tatggtggca gtgacaggga aaatggcatc 1380 

tattttaagg tccagtggga aggatacggc cctgaggagg atacatggga accgattgat 1440 

aacttgagtg actgcccgca gaaaattaga gaatttgtac aagaagggca caaaagaaag 1500 

attctcccac tgcctggtga tgttgatgtc atttgtggag gcccaccatg ccaaggtatc 1560 

agtgggttta atcggtacag aaaccgtgat gagccactca aagatgagaa aaacaaacaa 1620 

atggtgactt tcatggatat tgtggcgtac ttgaagccca agtatgttct catggaaaat 1680 

gtggtggaca tactcaaatt tgcggatggt tacctaggaa aatatgcttt gagctgcctt 1740 

gttgctatga agtaccaagc gcggcttgga atgatggtgg ctggttgcta tggtctgcca 1800 

cagttcagga tgcgtgtgtt cctctggggt gctctttctt ccatggtgct ccctaagtat 1860 

cctctgccca cctatgatgt tgtagtacgt ggaggagccc ctaatgcctt ttcgcaatgt 1920 

atggttgcat atgacgagac acaaaaacca tccctgaaaa aagccttgct tcttggcgat 1980 

gcaatttcag atttaccaaa ggttcaaaat caccagccta acgatgtgat ggagtatggt 2040 

ggttccccca agaccgaatt ccagcgctac attcgactca gtcgtaaaga catgttggat 2100 

tggtccttcg gtgagggggc tggtccagat gaaggcaagc tcttggatca ccagccttta 2160 

cggcttaaca acgatgatta tgagcgggtt caacagattc ctgtcaagaa gggagccaac 2220 

ttccgcgacc taaagggcgt gagggttgga gcaaacaata ttgttgagtg ggatccagaa 2280 

^Jcgagcgtg tgaaactttc atctgggaaa ccactggttc ctgactatgc aatgtcattc 2340 

^Jcaagggca aatcactcaa gccgtttggg cgcctgtggt gggacgagac agttcctaca 2400 

ijitgtaacca gagcagagcc tcacaaccag gttataattc atccgactca agcaagggtc 2460 

aifecactatcc gggagaacgc aaggttacag ggcttccccg attactaccg attgtttggc 2520 

: $tgatcaagg agaagtacat tcaagtcggg aacgcagtgg ctgtccctgt tgcccgggca 2580 

jsjtgggctact gtctggggca agcctacctg ggtgaatctg aggggagtga ccctctgtac 2640 

'©kgctgcctc caagtttcac ctctgttgga ggacgcactg cggggcaggc gagggcctct 2700 

"2:ctgttggca cccctgcagg ggaggtagtt gagcag 2736 



j>j210> 2 

11 > 2 7 96 
^212> DNA 
5^2 13 > Zea mays 

<400> 2 

agagcagcag cagctaccgc agcccctgcc atggcgccga gctccccgtc acccgccgcg 60 

cctacacgcg tctctgggcg gaagcgcgcc gccaaggccg aggagatcca ccagaacaag 120 

gaggaggagg aggaggtcgc ggcggcgtcc tccgccaagc gcagccgcaa ggcggcatct 180 

cccgggaaga agcccaagtc gccccccaag caggccaagc cggggaggaa gaagaagggg 24 0 

gatgccgaga tgaaggagcc cgtggaggac gacgtgtgcg ccgaggagcc cgacgaggag 300 

gagttggcca tgggcgagga ggaggccgag gagcaggcca tgcaggagga ggtggttgcg 360 

gtcgcggcgg ggtcacccgg gaagaagagg gtggggagaa ggaacgccgc cgccgccgct 4 20 

ggcgaccacg agccggagtt catcggcagc cctgttgccg cggacgaggc gcgcagcaac 480 

tggcccaagc gctacggccg cagcactgcc gcaaagaaac cggatgagga ggaagagctc 540 

aaggccagat gtcactaccg gagcgctaag gtggacaacg tcgtctactg cctcggggat 600 

gacgtctatg tcaaggctgg agaaaacgag gcagattaca ttggccgcat tactgaattt 660 

tttgagggga ctgaccagtg tcactatttt acttgccgtt ggttcttccg agcagaggac 720 

acggttatca attctttggt gtccataagt gtggatggcc acaagcatga ccctagacgt 780 

gtttttcttt ctgaggaaaa gaacgacaat gtgcttgatt gcattatctc caaggtcaag 840 



2 



atagtccatg ttgatccaaa tatggatcca aaagccaagg ctcagctgat agagagttgc 900 
gacctatact atgacatgtc ttactctgtt gcatattcta catttgctaa tatctcgtct 960 
gaaaatgggc agtcaggcag tgataccgct tcgggtattt cttctgatga tgtggatctg 1020 
gagacgtcat ctagtatgcc aacgaggaca gcaacccttc ttgatctgta ttctggctgt 1080 
gggggcatgt ctactggtct ttgcttgggt gcagctcttt ctggcttgaa acttgaaact 1140 
cgatgggctg ttgatttcaa cagttttgcg tgccaaagtt taaaatataa tcatccacag 1200 
actgaggtgc gaaatgagaa agccgatgag tttcttgccc tccttaagga atgggcagtt 1260 
ctatgcaaaa aatatgtcca agatgtggat tcaaatttag caagctcaga ggatcaagcg 1320 
gatgaagaca gccctcttga caaggacgaa tttgttgtag agaagcttgt cgggatatgt 1380 
tatggtggca gtgacaggga aaatggcatc tattttaagg tccagtggga aggatacggc 1440 
cctgaggagg atacatggga accgattgat aacttgagtg actgcccgca gaaaattaga 1500 
gaatttgtac aagaagggca caaaagaaag attctcccac tgcctggtga tgttgatgtc 1560 
atttgtggag gcccaccatg ccaaggtatc agtgggttta atcggtacag aaaccgtgat 1620 
gagccactca aagatgagaa aaacaaacaa atggtgactt tcatggatat tgtggcgtac 1680 
ttgaagccca agtatgttct catggaaaaC gtggtggaca tactcaaatt tgcggatggt 1740 
tacctaggaa aatatgcttt gagctgcctt gttgctatga agtaccaagc gcggcttgga 1800 
atgatggtgg ctggttgcta tggtctgcca vshyyvshhs yhvhyhyhyy cctctggggt 1860 
ge»tctttctt ccatggtgct ccctaagtat cctctgccca cctatgatgt tgtagtacgt 1920 
ggjaggagccc ctaatgcctt ttcgcaatgt atggttgcat atgacgagac acaaaaacca 198 0 
t^sjcctgaaaa aagccttgct tcttggcgat gcaatttcag atttaccaaa ggttcaaaat 2040 
s^ccagccta acgatgtgat ggagtatggt ggttccccca agaccgaatt ccagcgctac 2100 
a^jtcgactca gtcgtaaaga catgttggat tggtccttcg gtgagggggc tggtccagat 2160 
^aggcaagc tcttggatca ccagccttta cggcttaaca acgatgatta tgagcgggtt 2220 
(t^iacagattc ctgtcaagaa gggagccaac ttccgcgacc taaagggcgt gagggttgga 2280 
f^aaacaata ttgttgagtg ggatccagaa atcgagcgtg tgaaactttc atctgggaaa 2340 
escactggttc ctgactatgc aatgtcattc atcaagggca aatcactcaa gccgtttggg 2400 
4pcctgtggt gggacgagac agttcctaca gttgtaacca gagcagagcc tcacaaccag 2460 
g*6tataattc atccgactca agcaagggtc ctcactatcc gggagaacgc aaggttacag 2520 
ggcttccccg attactaccg attgtttggc ccgatcaagg agaagtacat tcaagtcggg 2580 
asdcgcagtgg ccgtccctgt tgcccgggca ctgggctact gtctggggca agcctacctg 2640 
§#tgaatctg aggggagtga ccctctgtac cagctgcctc caagtttcac ctctgttgga 2700 
ggacgcactg cggggcaggc gagggcctct cctgttggca cccctgcagg ggaggtagtt 2760 
gagcagtaaa aggatgacag atctgagctg agctgg 2796 



<210> 3 

<211> 912 

<212> PRT 

<213> Zea mays 

<4O0> 3 

Met Ala Pro Ser Ser Pro Ser Pro Ala Ala Pro Thr Arg Val Ser Gly 
15 10 15 

Arg Lys Arg Ala Ala Lys Ala Glu Glu lie His Gin Asn Lys Glu Glu 
20 25 30 

Glu Glu Glu Val Gly Ala Ala Ala Ser Ser Ala Lys Arg Ser Arg Lys 
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35 40 45 

Ala Ala Ser Ser Gly Lys Lys Pro Lys Ser Pro Pro Lys Gin Ala Lys 

50 55 60 • 

Pro Gly Lys Lys Lys Gly Asp Ala Glu Met Lys Glu Pro Val Glu Asp 

65 70 75 80 

Asp Val Cys Ala Glu Glu Pro Asp Glu Glu Glu Leu Ala Met Gly Glu 



90 



95 



Glu Glu Ala Glu Glu Gin Ala Met Gin Glu Glu Val Val Ala Val Ala 
100 105 110 

Ala Gly Ser Pro Gly Lys Lys Arg Val Gly Arg Arg Asn Ala Ala Ala 
115 120 125 

Ala Ala Gly Asp His Glu Pro Glu Phe lie Gly Ser Pro Val Ala Ala 
1$ 130 135 140 

12 

•$kp Glu Ala Arg Ser Asn Trp Pro Lys Arg Tyr Gly Arg Ser Thr Ala 
h?45 150 155 160 

f 

'jR-la Lys Lys Pro Asp Glu Glu Glu Glu Leu Lys Ala Arg Cys His Tyr 
165 170 175 

hi. 

i$.rg Ser Ala Lys Val Asp Asn Val Val- Tyr Cys Leu Gly Asp Asp Val 
H 180 185 190 

%yr Val Lys Ala Gly Glu Asn Glu Ala Asp Tyr lie Gly Arg lie Thr 
pi 195 200 205 

iC 

Glu Phe Phe Glu Gly Thr Asp Gin Cys His Tyr Phe Thr Cys Arg Trp 
210 215 220 

Phe Phe Arg Ala Glu Asp Thr Val lie Asn Ser Leu Val Ser lie Ser 
225 230. 235 240 

Val Asp Gly His Lys His Asp Pro Arg Arg Val Phe Leu Ser Glu Glu 
245 250 255 

Lys Asn Asp Asn Val Leu Asp Cys lie lie Ser Lys Val Lys lie Val 
260 265 270 

His Val Asp Pro Asn Met Asp Pro Lys Ala Lys Ala Gin Leu lie Glu 
275 280 285 

Ser Cys Asp Leu Tyr Tyr Asp Met Ser Tyr Ser Val Ala Tyr Ser Thr 



290 



295 



300 



Phe Ala Asn lie 
305 

Ser Gly He Ser 



Pro Thr Arg Thr 
340 

Met Ser Thr Gly 
355 

Glu Thr Arg Trp 
370 

Lys Tyr Asn His 
5 

f 

^he Leu Ala Leu 

f 

;®in Asp Val Asp 
M 42 0 

!|sp Ser Pro Leu 

ij'le Cys Tyr Gly 
%[ 4 50 

'Gin Trp Glu Gly 
465 

Asn Leu Ser Asp 



His Lys Arg Lys 
500 

Gly Gly Pro Pro 
515 

Arg Asp Glu Pro 
530 

Met Asp He Val 



Ser Ser Glu Asn 
310 

Ser Asp Asp Val 
325 

Ala Thr Leu Leu 



Leu Cys Leu Gly 
360 

Ala Val Asp Phe 
375 

Pro Gin Thr Glu 
390 

Leu Lys Glu Trp 
405 

Ser Asn Leu Ala 



Asp Lys Asp Glu 
440 

Gly Ser Asp Arg 
455 

Tyr Gly. Pro Glu 
470 

Cys Pro Gin Lys 
485 

He Leu Pro Leu 



Cys Gin Gly He 
520 

Leu Lys Asp Glu 
535 

Ala Tyr Leu Lys 



Gly Gin Ser Gly 
315 

Asp Leu Glu Thr 
330 

Asp Leu Tyr Ser 
345 

Ala Ala Leu Ser 



Asn Ser Phe Ala 
380 

Val Arg Asn Glu 
395 

Ala Val Leu Cys 
410 

Ser Ser Glu Asp 
425 

Phe Val Val Glu 



Glu Asn Gly He 
460 

Glu Asp Thr Trp 
475 

He Arg Glu Phe 
490 

Pro Gly Asp Val 
505 

Ser Gly Phe Asn 



Lys Asn Lys Gin 
540 

Pro Lys Tyr Val 



Ser Asp Thr Ala 
320 

Ser Ser Ser Met 
335 

Gly Cys Gly Gly 
350 

Gly Leu Lys Leu 
365 

Cys Gin Ser Leu 



Lys Ala Asp Glu 
400 

Lys Lys Tyr Val 
415 

Gin Ala Asp Glu 
430 

Lys Leu Val Gly 
445 

Tyr Phe Lys Val 



Glu Pro He Asp 
480 

Val Gin Glu Gly 
495 

Asp Val He Cys 
510 

Arg Tyr Arg Asn 
525 

Met Val Thr Phe 



Leu Met Glu Asn 
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Val Val Asp He Leu Lys Phe Ala Asp Gly Tyr Leu Gly Lys Tyr Ala 
565 570 575 



Leu Ser Cys Leu Val Ala Met Lys Tyr Gin Ala Arg Leu Gly Met Met 
580 585 590 



Val Ala Gly Cys Tyr Gly Leu Pro Gin Phe Arg Met Arg Val Phe Leu 
595 600 605 



Trp Gly Ala Leu 
610 

Tyr Asp Val Val 
625 

^et Val Ala Tyr 

1! 

j^eu Leu Gly Asp 

j.fjro Asn Asp Val 
h'l! 67 5 

j||rg Tyr He Arg 

h>= 6 90 

Wlu Gly Ala Gly 
l$0 5 

Arg Leu Asn Asn 



Lys Gly Ala Asn 
740 

Asn He Val Glu 
755 



Ser Ser Met Val 
615 

Val Arg Gly Gly 
630 

Asp Glu Thr Gin 
645 

Ala He Ser Asp 



Met Glu Tyr Gly 
680 

Leu Ser Arg Lys 
695 

Pro Asp Glu Gly 
710 

Asp Asp Tyr Glu 
725 

Phe Arg Asp Leu 



Trp Asp Pro Glu 
760 



Leu Pro Lys Tyr 
620 

Ala Pro Asn Ala 
635 

Lys Pro Ser Leu 
650 

Leu Pro Lys Val 
665 

Gly Ser Pro Lys 



Asp Met Leu Asp 
700 

Lys Leu Leu Asp 
715 

Arg Val Gin Gin 
730 

Lys Gly Val Arg 
745 

He Glu Arg Val 



Pro Leu Pro Thr 



Phe Ser Gin Cys' 
640 

Lys Lys Ala Leu 
655 

Gin Asn His Gin 
670 

Thr Glu Phe Gin 
685 

Trp Ser Phe Gly 



His Gin Pro Leu 
720 

He Pro Val Lys 
735 

Val Gly Ala Asn 
750 

Lys Leu Ser Ser 
765 



Gly Lys Pro Leu 
770 

Ser Leu Lys Pro 
785 



Val Pro Asp Tyr 
775 

Phe Gly Arg Leu 
790 



Ala Met Ser Phe 
780 

Trp Trp Asp Glu 
795 



He Lys Gly Lys 

Thr Val Pro Thr 
800 



Val Val Thr Arg Ala Glu Pro His Asn Gin Val lie He His Pro Thr 



Gin Ala Arg Val Leu Thr lie Arg Glu Asn Ala Arg Leu Gin Gly Phe 
820 825 830 

Pro Asp Tyr Tyr Arg Leu Phe Gly Pro He Lys Glu Lys Tyr He Gin 
835 840 845 

Val Gly Asn Ala Val Ala Val Pro Val Ala Arg Ala Leu Gly Tyr Cys 
850' ' 855 860 

Leu Gly Gin Ala Tyr Leu Gly Glu Ser Glu Gly Ser Asp Pro Leu Tyr 
865 870 875 880 

Gin Leu Pro Pro Ser Phe Thr Ser Val Gly Gly Arg Thr Ala Gly Gin 
885 890 895 

Ala Arg Ala Ser Pro Val Gly Thr Pro Ala Gly Glu Val Val Glu Gin 
15 900 905 910 

i 

hfell> 922 
%212> PRT 



ix4 00> 4 

:||rg Ala Ala Ala Ala Thr Ala Ala Pro Ala Met Ala Pro Ser Ser Pro 



Ser Pro Ala Ala Pro Thr Arg Val Ser Gly Arg Lys Arg Ala Ala Lys 



Ala Glu Glu He His Gin Asn Lys Glu Glu Glu Glu Glu Val Ala Ala 



Ala Ser Ser Ala Lys Arg Ser Arg Lys Ala Ala Ser Ser Gly Lys Lys 



Pro Lys Ser Pro Pro Lys Gin Ala Lys Pro Gly Arg Lys Lys Lys Gly 



Asp Ala Glu Met Lys Glu Pro Val Glu Asp Asp Val Cys Ala Glu Glu 
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P^o Asp Glu Glu Glu Leu Ala Met Gly Glu Glu Glu Ala Glu Glu Gin 
100 105 HO 

Ala Met Gin Glu Glu Val Val Ala Val Ala Ala Gly Ser Pro Gly Lys 

115 120 I 25 

Lys Arg Val Gly Arg Arg Asn Ala Ala Ala Ala Ala Gly Asp His Glu 

130 135 140 

Pro Glu Phe lie Gly Ser Pro Val Ala Ala Asp Glu Ala Arg Ser Asn 



Trp Pro Lys Arg Tyr Gly Arg Ser Thr Ala Ala Lys Lys Pro Asp Glu 
165 170 175 

Glu Glu Glu Leu Lys Ala Arg Cys His Tyr Arg Ser Ala Lys Val Asp 
180 185 190 



r Cys Leu Gly Asp Asp Val Tyr Val Lys Ala Gly Glu 
195 200 



kin Val Val Tyr Cyi 

€ na^ 200 205 



&sn Glu 
ifc 210 



Ala Asp Tyr lie Gly Arg He Thr Glu Phe Phe Glu Gly Thr 



ksp Gin Cys His Tyr Phe Thr Cys Arg Trp Phe Phe Arg Ala Glu Asp 
'21- „n 235 240 



j'ghr Val He Asn 



Ser Leu Val Ser He Ser Val Asp Gly His Lys His 



ji*fj=p Pro Arg Arg 
lli 260 



Val Phe Leu Ser Glu Glu Lys Asn Asp Asn Val Leu 
265 270 



Asp Cys lie lie Ser Lys Val Lys He Val His Val Asp Pro Asn Met 
275 280 285 



Asp Pro Lys Ala Lys Ala Gin Leu 

290 295 300 



He Glu Ser Cys Asp Leu Tyr Tyr 



Asp Met Ser Ty 



r Ser Val Ala Tyr Ser Thr Phe Ala Asn He Ser Ser 



■lu Asn Gly Gin Ser Gly Ser Asp Thr Ala Ser Gly He Ser Ser Asp 
325 330 335 



Asp Val Asp Leu Glu Thr Ser Ser Ser Met Pro Thr Arg Thr Ala Thr 
340 345 350 



Leu Leu Asp Leu Tyr Ser Gly Cys Gly Gly Met Ser Thr Gly' Leu Cys 
355 360 365 

Leu Gly Ala Ala Leu Ser Gly Leu Lys Leu Glu Thr Arg Trp Ala Val 



Asp Phe Asn Ser Phe Ala Cys Gin Ser Leu Lys Tyr Asn His Pro Gin 
385 390 395 400 

Thr Glu val Arg Asn Glu Lys Ala Asp Glu Phe Leu Ala Leu Leu Lys 



Glu Trp Ala Val Leu Cys Lys Lys Tyr Val Gin Asp Val Asp Ser Asn 

420 425 430 

Leu Ala Ser Ser Glu Asp Gin Ala Asp Glu Asp Ser Pro Leu Asp Lys 

435 -440 445 



%p Glu Phe Val Val Glu Lys Leu Val Gly He Cys Tyr Gly Gly Ser 
1j! 450 455 460 

i$ 

%p Arg Glu Asn Gly He Tyr Phe Lys Val Gin Trp Glu Gly Tyr Gly 
|g 5 470 475 480 

j|ro Glu Glu Asp Thr Trp Glu Pro He Asp Asn Leu Ser Asp Cys Pro 
' n 485 490 495 

Sin Lys He Arg Glu Phe Val Gin Glu Gly His Lys Arg Lys He Leu 
M< 500 505 510 

m 

|| ro Leu Pro Gly Asp Val Asp Val He Cys Gly Gly Pro Pro Cys Gin 
Hi 515 52 0 52 5 

Gly He Ser Gly Phe Asn Arg Tyr Arg Asn Arg Asp Glu Pro Leu Lys 
530 535 540 

Asp Glu Lys Asn Lys Gin Met Val Thr Phe Met Asp He Val Ala Tyr 
545 550 555 560 

Leu Lys Pro Lys Tyr Val Leu Met Glu Asn Val Val Asp He Leu Lys 
565 570 ' 575 

Phe Ala Asp Gly Tyr Leu Gly Lys Tyr Ala Leu Ser Cys Leu Val Ala 
580 585 590 



Met Lys Tyr Gin Ala Arg Leu Gly Met Met Val Ala Gly Cys Tyr Gly 
595 600 605 
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Leu Pro Gin Phe Arg Met Arg Val Phe Leu Trp Gly Ala Leu Ser Ser 
610 615 620 

Met Val Leu Pro Lys Tyr Pro Leu Pro Thr Tyr Asp Val Val Val Arg 
625 630 635 640 

Gly Gly Ala Pro Asn Ala Phe Ser Gin Cys Met Val Ala Tyr Asp Glu 
645 650 655 

Thr Gin Lys Pro Ser Leu Lys Lys Ala Leu Leu Leu Gly Asp Ala lie 
660 665 670 

Ser Asp Leu Pro Lys Val Gin Asn His Gin Pro Asn Asp Val Met Glu 
675 680 685 

Tyr Gly Gly Ser Pro Lys Thr Glu Phe Gin Arg Tyr lie Arg Leu Ser 
690 '695 700 

A|Ejg Lys Asp Met Leu Asp Trp Ser Phe Gly Glu Gly Ala Gly Pro Asp 
7|p5 710 715 720 

Cpu Gly Lys Leu Leu Asp His Gin Pro Leu Arg Leu Asn Asn Asp Asp 
;W 725 730 735 

IByr Glu Arg Val Gin Gin lie Pro Val Lys Lys Gly Ala Asn Phe Arg 
a 740 745 750 

kkp Leu Lys Gly Val Arg Val Gly Ala Asn Asn lie Val Glu Trp Asp 
W= 755 760 765 

!E 

Sfo Glu lie Glu Arg Val Lys Leu Ser Ser Gly Lys Pro Leu Val Pro 
H>l 770 775 780 

Asp Tyr Ala Met Ser Phe lie Lys Gly Lys Ser Leu Lys Pro Phe Gly 
785 790 795 800 

Arg Leu Trp Trp Asp Glu Thr Val Pro Thr Val Val Thr Arg Ala Glu 
805 810 815 

Pro His Asn Gin Val lie He His Pro Thr Gin Ala Arg Val Leu Thr 
820 825 830 

He Arg Glu Asn Ala Arg Leu Gin Gly Phe Pro Asp Tyr Tyr Arg Leu 
835 840 845 

Phe Gly Pro He Lys Glu Lys Tyr He Gin Val Gly Asn Ala- Val Ala 
850 855 860 
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Val Pro Val Ala Arg. Ala Leu Gly Tyr Cys Leu Gly Gin Ala Tyr Leu 
865 870 875 880 



Gly Glu Ser Glu Gly Ser Asp Pro Leu Tyr Gin Leu Pro Pro Ser Phe 
885 890 895 



Thr Ser Val Gly Gly Arg Thr Ala Gly Gin Ala Arg Ala Ser Pro Val 
900 905 910 



Gly Thr Pro Ala Gly Glu Val Val Glu Gin 
915 920 



<210> 5 
<211> 9 
<212> PRT 
<213> Zea mays 

a|oo> 5 

u^s Asp Asp Arg Ser Glu Leu Ser Trp 
1 5 

f%10> 6 
<212> DNA 

i«i>213> Artificial Sequence 




\f223> Description of Artificial Sequence: This sequence 
&\ was artificially synthesized based on the sequence 
jij of Zea mays . 

<400> 6 

tggttgctat ggtctgccac agttcag 



<210> 7 
<21l> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 7 

11 



ccagctcagc tcagatctgt catccttt 



28 



<210> 8 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays. 

<400> 8 

cgaaagctaa tctacacaaa cage 



<210> 9 
Pll> 24 
'3$12> DNA 

i ? 213> Artificial Sequence 
M. 

;fc>20> 

$223> Description of Artificial Sequence: This sequence 
!'f was artificially synthesized based on the sequence 

^ of Zea mays. 

1^4 0 0 > 9 

i^atcctctga gcttgctaaa tttg 

b 

m 

j1jf210> 10 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays. - 

<400> 10 

ctcatcttgg agtggctcat cac 



<210> 11 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 11 

gagcacatga gggagagtgt tg 



<210> 12 
<211> 21 
<212> DNA- 

<213> Artificial Sequence 
<220> 

=*f23> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

]p00> 12 

f|]ctctaattt tctgcgggca g 
|# 

h-^210> 13 
l$211> 24 
h?212> DNA 

N'213> Artificial Sequence 
M22 0> 

^22 3 > Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 13 

cctctgccca cctatgatgt tgta 



<210> 14 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays. 

13 



<400> 14 

taaagggcgt gagggttgga 



<210> 15 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 15 

tcacatttgt catggcaggt tatc 

; |;210> 16 

\$211> 24 

'|i;212> DNA 

|^213> Artificial Sequence 
f^=22 0> 

= ;: <223> Description of Artificial Sequence': This sequence 

was artificially synthesized based on the sequence 

M- of Zea mays . 

Ip400> 16 

l^tgaggaaaa gaacgacaat gtgc 



<210> 17 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 17 

gcaatcaagc acattgtcgt tcttttcctc 



<210> 18 

14 



24 



24 



• 



<221> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 18 

gaagaagagg gtggggagaa ggaacg 



<210> 19 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
M:22 0> 

^•1:223 > Description of Artificial Sequence: This sequence 
^ was artificially synthesized based on the sequence 

i | v !' of Zea mays. 

!&400> 19 

gttctttgcgg cagtgctgcg 

M<210> 20 

i # 211> 28 

q*p2 12 > DNA 

s 2 1 3 > Artificial Sequence 

ill 

<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 20 

gtattgaatt gattctcaac tagtgcac 

<210> 21 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
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was artificially synthesized based on the sequence 
of Zea mays. 

<400> 21 

caggctcaac ggcgatg 

<210> 22 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 22 

i^jatgcttcat cacatagacc caagtc 



^213 > Artificial Sequence 

;^ 22o> 

1^223 > Description of Artificial Sequence: This sequence 
IV was artificially synthesized based on the sequence 

]» n of Zea mays . 



<210> 24 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 24 

gcgatcttca gtctccacca tc 




23 



28 



DNA 



=^400 > 2 3 

'gatagaccta atgccaaatg agattaag 
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t 



<210> 25 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on' the sequence 
of Zea mays . 

<400> 25 

gaagacgtgc ctccatgttt catc 

<210> 26 
<211> 21 
<212> DNA 
h<213> Artificial Sequence 

I s ; 

J|4220> 

,! *<223> Description of Artificial Sequence: This sequence 

was artificially synthesized based on the sequence 
M of Zea mays . 

M. 

■ <400> 26 

ttggttctt ccgagcagag g 

ki. 

iyf210> 27 
1^:211 > 25 
i^212> DNA 

'<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 27 

gactgccaca tatcttatta atcgc 

<210> 28 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
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<220> 
<223> 



Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 



<400> 28 

gcatgtgtca gcaattgctt acattc 



<210> 29 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

y 

; tj:400> 29 

.^cctctgctcg gaagaaccaa c 
t 

1^2 10 > 3 0 
5=211> 24 
i5 <212> DNA 

|^|c213> Artificial Sequence 
h 1, 

M<22 0> 

!fk223> Description of Artificial Sequence: This sequence 
B was artificially synthesized based on the sequence 

jlj of Zea mays . 

<400> 30 

ctgttcggag attcatgcat gatg 



<210> 31 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 



<400> 31 




ggagaacaga atggttgatt caatgg 



<210> 32 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 32 

gcacttcact ctcctggcaa acc 



<210> 33 
^211> 21 
■^212> DNA 

'i<213> Artificial Sequence 
i|j=220> 

!$223> Description of Artificial Sequence: This sequence 
! :, f was artificially synthesized based on the sequence 

of Zea mays.. 

m 

y<400> 33 

ijcggtacgctg ctgctgctct c 

1 

j?j:2l0> 34 
"<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays. 

<400> 34 

ccatagcatc tcacatatcg caagg 



<210> 35 
<211> 28 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially -synthesized based on the sequence 
of Zea mays . 

<400> 35 

ggaaagaagg cagttagttg taaatggg 



<210> 36 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 

1$ was artificially synthesized based on the sequence 

'It? of Zea mays . 

$ 

'*<4 00> 36 

'||gagaagcca acgccawcgc ctcyatttcg tc 

5 

<210> 37 
^«?211> 25 
if 2 12 > DNA 

j^ { <213> Artificial Sequence 
;?<220> 

1^223 > Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 37 

ctacaacatc atagttgggc agagg 



<210> 38 
<211> 23 
c212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 
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<400> 38 

actcactata gggctcgagc ggc 



<210> 39 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 39 

taatacgact cactataggg 

€bl0> 40 
$*2ll> 19 
'^212 > DNA 

°f|213> Artificial Sequence 

! *<223> Description of Artificial Sequence: This sequence 
'^«, was artificially synthesized based on the sequence 

of Zea mays . 

jyj4 00> 4 0 

j^atttaggtg acactatag 
Hj 

<210> 41 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 41 

gttttcccag tcacgac 
<210> 42 
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<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: This sequence 
was artificially synthesized based on the sequence 
of Zea mays . 

<400> 42 

caggaaacag ctatgac 



<210> 43 

<211> 912 

<212> PRT 

<213> Zea mays 

H:<400> 43 

; |'Met Ala Pro Ser Ser Pro Ser Pro Ala Ala Pro Thr Arg Val Ser Gly 
Hp 15 10 15 

■IfArg Lys Arg Ala Ala Lys Ala Glu Glu He His Gin Asn Lys Glu Glu 
P 20 25 30 

! "Glu Glu Glu Val Ala Ala Ala Ser Ser Ala Lys Arg Ser Arg Lys Ala 
" 35 40 45 

! W Ala Ser Ser Gly Lys Lys Pro Lys Ser Pro Pro Lys Gin Ala Lys Pro 
j£ 50 55 60 

I]' >Gly Arg Lys Lys Lys Gly Asp Ala Glu Met Lys Glu Pro Val Glu Asp 

65 70 75 80 

Asp Val Cys Ala Glu Glu Pro Asp Glu Glu Glu Leu Ala Met Gly Glu 



Glu Glu Ala Glu Glu Gin Ala Met Gin Glu Glu Val Val Ala Val Ala 
100 . 105 HO 

Ala Gly Ser Pro Gly Lys Lys Arg Val Gly Arg Arg Asn Ala Ala Ala 
115 120 125 

Ala Ala Gly Asp His Glu Pro Glu Phe He Gly Ser Pro Val Ala Ala 
130 135 140 

Asp Glu Ala Arg Ser Asn Trp Pro Lys Arg Tyr Gly Arg Ser Thr Ala 
145 150 155 160 
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Ala Lys Lys Pro Asp Glu Glu Glu Glu Leu Lys Ala Arg Cys His Tyr 
165 170 175 

Arg Ser Ala Lys Val Asp Asn Val Val Tyr Cys Leu Gly Asp Asp Val 
180 185 190 

Tyr Tyr Lys Ala Gly Glu Asn Glu Ala Asp Tyr He Gly Arg He Thr 
195 200 205 

Glu Phe Phe Glu Gly Thr Asp Gin Cys His Tyr Phe Thr Cys Arg Trp 
210 215 220 

Phe Phe Arg Ala Glu Asp Thr Val He Asn Ser Leu Val Ser He Ser 
225 230 235 240 

Val Asp Gly His Lys His Asp Pro Arg Arg Val Phe Leu Ser Glu Glu 
245 - 250 255 

%ys Asn Asp Asn Val Leu Asp Cys He He Ser Lys Val Lys He Val 
260 265 270 

W 

J j|is Val Asp Pro Asn Met Asp Pro Lys Ala Lys Ala Gin Leu lie Glu 
$j 275 280 285 

jer Cys Asp Leu Tyr Tyr Asp Met Ser Tyr Ser Val Ala Tyr Ser Thr 
290 295 300 

l£he Ala Asn He Ser Ser Glu Asn Gly Gin Ser Gly Ser Asp Thr Ala 
jj3 05 310 315 320 

H|er Gly He Ser Ser Asp Asp Val Asp Leu Glu Thr Ser Ser Ser Met 
325 330 335 

Pro Thr Arg Thr Ala Thr Leu Leu Asp Leu Tyr Ser Gly Cys Gly Gly 
340 345 350 

Met Ser Thr Gly Leu Cys Leu Gly Ala Ala Leu Ser Gly Leu Lys Leu 
355 360 365 

Glu Thr Arg Trp Ala Val Asp Phe Asn Ser Phe Ala Cys Gin Ser Leu 
370 375 380 

Lys Tyr Asn His Pro Gin Thr Glu Val Arg Asn Glu Lys Ala Asp Glu 
385 390 395 400 



Phe Leu Ala Leu Leu Lys Glu Trp Ala Val Leu Cys Lys Lys Tyr Val 
405 410 415 
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Gin Asp Val Asp 
420 

Asp Ser Pro Leu 
435 

He Cys Tyr Gly 
450 

Gin Trp Glu Gly 
465 

Asn Leu Ser Asp 



His Lys Arg Lys 
500 

■fSly Gly Pro Pro 
Np 515 

;|ftrg Asp Glu Pro 

M 530 
0' 

u. 

! Met Asp He Val 

jj/al Val Asp He 

i^eu Ser Cys Leu 
580 

Val Ala Gly Cys 
595 

Trp Gly Ala Leu 
610 

Tyr Asp Val Val 
625 

Met Val Ala Tyr 



Leu Leu Gly Asp 
660 



Ser Asn Leu Ala 



Asp Lys Asp Glu 
440 

Gly Ser Asp Arg 
455 

Tyr Gly Pro Glu 
470 

Cys Pro Gin Lys 
485 

He Leu Pro Leu 



Cys Gin Gly He 
520 

Leu Lys Asp Glu 
535 

Ala Tyr Leu Lys 
550 

Leu Lys Phe Ala 
565 

Val Ala Met Lys 



Tyr Gly Leu Pro 
600 

Ser Ser Met Val 
615 

Val Arg Gly Gly 
630 

Asp Glu Thr Gin 
645 

Ala He Ser Asp 



Ser Ser Glu Asp 
425 

Phe Val Val Glu 



Glu. Asn Gly He 
460 

Glu Asp Thr Trp 
475 

He Arg Glu Phe 
490 

Pro Gly Asp Val 
505 

Ser Gly Phe Asn 



Lys Asn Lys Gin 
540 

Pro Lys Tyr Val 
555 

Asp Gly Tyr Leu 
570 

Tyr Gin Ala Arg 
585 

Gin Phe' Arg Met 



Leu Pro Lys Tyr 
620 

Ala Pro Asn Ala 
635 

Lys Pro Ser Leu 
650 

Leu Pro Lys Val 
665 



Gin Ala Asp Glu 
430 

Lys Leu Val Gly 



Tyr Phe Lys Val 



Glu Pro He Asp 
480 

Val Gin Glu Gly 
495 

Asp Val He Cys 
510 

Arg Tyr Arg Asn 
525 

Met Val Thr Phe 



Leu Met Glu Asn 
560 

Gly Lys Tyr Ala 
575 

Leu Gly Met Met 
590 

Arg Val Phe Leu 
605 

Pro Leu Pro Thr 



Phe Ser Gin Cys 
640 

Lys Lys Ala Leu 
655 

Gin Asn His Gin 
670 
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Pro Asn Asp Val Met Glu Tyr Gly Gly Ser Pro Lys Thr Glu Phe Gin 

675 680 685 

Arg Tyr He Arg Leu Ser Arg Lys Asp Met Leu Asp Trp Ser Phe Gly 

690 695 700 

Glu Gly Ala Gly Pro Asp Glu Gly Lys Leu Leu Asp His Gin Pro Leu 

705 710 715 720 

Arg Leu Asn Asn Asp Asp Tyr Glu Arg Val Gin Gin He Pro Val Lys 

725 730 735 

Lys Gly Ala Asn Phe Arg Asp Leu Lys Gly Val Arg Val Gly Ala Asn 

740 745 750 

Asn He Val Glu Trp Asp Pro Glu He Glu Arg Val Lys Leu Ser Ser 

;v| 755 760 765 



ply Lys Pro Leu Val Pro Asp Tyr Ala Met Ser Phe He Lys Gly Lys 



ler Leu Lys Pro Phe Gly Arg Leu Trp Trp Asp Glu Thr Val Pro Thr 
790 795 800 



5i Val Val Thr Arg Ala Glu Pro His Asn Gin Val He He His Pro Thr 
0 805 810 815 

!3|ln Ala Arg Val Leu Thr Leu Arg Glu Asn Ala Arg Leu Gin Gly Phe 
f" 1 820 825 830 

j V'ro Asp Tyr Tyr Arg Leu Phe Gly Pro lie Lys Glu Lys Tyr He Gin 
835 840 845 

Val Gly Asn Ala Val Ala Val Pro Val Ala Arg Ala Leu Gly Tyr Cys 
850 855 860 

Leu Gly Gin Ala Tyr Leu Gly Glu Ser Glu Gly Ser Asp Pro Leu Tyr 

865 870 875 880 

Gin Leu Pro Pro Ser Phe Thr Ser Val Gly Gly Arg Thr Ala Gly Gin 
885 890 895 



Ala Arg Ala Ser Pro Val Gly Thr Pro Ala Gly Glu Val Val Glu Gin 
900 905 910 
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<210> 44 

<211> 791 

<212> PRT 

<213> Arabidopsis thaliana 

<400> 44 

Met Ala Ala Arg Asn Lys Gin Lys Lys Arg Ala Glu Pro Glu Ser Asp 
1 5 10 15 

Leu Cys Phe Ala Gly Lys Pro Met Ser Val Val Glu Ser Thr He Arg 
20 25 30 

Trp Pro His Arg Tyr Gin Ser Lys Lys Thr Lys Leu Gin Ala Pro Thr 
35 40 45 

Lys Lys Pro Ala Asn Lys Gly Gly Lys Lys Glu Asp Glu Glu He He 
% 50 55 60 

%ya Gin Ala Lys Cys His Phe Asp Lys Ala Leu Val Asp Gly Val Leu 
J 65 70 75 80 

hie Asn Leu Asn Asp Asp Val Tyr Val Thr Gly Leu Pro Gly Lys Leu 
ll 85 90 95 

i*'Lys Phe He Ala Lys Val He Glu Leu Phe Glu Ala Asp Asp Gly Val 



!}Tro Tyr Cys Arg Phe Arg Trp Tyr Tyr Arg Pro Glu Asp Thr Leu He 
M 115 120 125 

Glu Arg Phe Ser His Leu Val Gin Pro Lys Arg Val Phe Leu Ser Asn 
130 135 140 

Asp Glu Asn Asp Asn Pro Leu Thr Cys He Trp Ser Lys Val Asn He 
145 150 155 160 

Ala Lys Val Pro Leu Pro Lys He Thr Ser Arg He Glu Gin Arg Val 
165 170 175 

He Pro Pro Cys Asp Tyr Tyr Tyr Asp Met Lys Tyr Glu Val Pro Tyr 
180 185 190 

Leu Asn Phe Thr Ser Ala Asp Asp Gly Ser Asp Ala Ser Ser Ser Leu 
195 200 205 

Ser Ser Asp Ser Ala Leu Asn Cys Phe Glu Asn Leu His Lys Asp Glu 



Lys Phe Leu Leu Asp Leu Tyr Ser Gly Cys Gly Ala Met Ser Thr Gly 
225 230 235 240 

Phe Cys Met Gly Ala Ser He Ser Gly Val Lys Leu He Thr Lys Trp 
245 250 255 

Ser Val Asp He Asn Lys Phe Ala Cys Asp Ser Leu Lys Leu Asn His 
260 265 270 

Pro Glu Thr Glu Val Arg Asn Glu Ala Ala Glu Asp Phe Leu Ala Leu 
275 280 285 

Leu Lys Glu Trp Lys Arg Leu Cys Glu Lys Phe Ser Leu Val Ser Ser 
290 295 300 

,Thr Glu Pro Val Glu Ser He Ser Glu Leu Glu Asp Glu Glu Val Glu 
j j| 0 5 310 315 320 

$Glu Asn Asp Asp lie Asp Glu Ala Ser Thr Gly Ala Glu Leu Glu Pro 
j p 325 330 335 

i^ply Glu Phe Glu Val Glu Lys Phe Leu Gly He Met Phe Gly Asp Pro 
y, 340 345 350 

jvpin Gly Thr Gly Glu Lys Thr Leu Gin Leu Met Val Arg Trp Lys Gly 



QtTyr Asn Ser Ser Tyr Asp Thr Trp Glu Pro Tyr Ser Gly Leu Gly Asn 
1^1 370 375 380 

nj 

Cys Lys Glu Lys Leu Lys Glu Tyr Val He Asp Gly Phe Lys Ser His 
385 390 395 400 

Leu Leu Pro Leu Pro Gly Thr Val Tyr Thr Val Cys Gly Gly Pro Pro 
405 410 415 

Cys Gin Gly He Ser Gly Tyr Asn Arg Tyr Arg Asn Asn Glu Ala Pro 
420 425 430 

Leu Glu Asp Gin Lys Asn Gin Gin Leu Leu Val Phe Leu Asp He He 
435 440 445 

Asp Phe Leu Lys Pro Asn Tyr Val Leu Met Glu Asn Val Val Asp Leu 
450 455 460 



Leu Arg Phe Ser Lys Gly Phe Leu Ala Arg His Ala Val Ala Ser Phe 
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Val Ala Met Asn Tyr Gin Thr Arg Leu Gly Met Met Ala Ala Gly Ser 
485 490 495 

Tyr Gly Leu Pro Gin Leu Arg Asn Arg Val Phe Leu Trp Ala Ala Gin 
500 505 510 

Pro Ser Glu Lys Leu Pro Pro Tyr Pro Leu Pro Thr His Glu Val Ala 
515 ' 520 525 

Lys Lys Phe Asn Thr Pro Lys Glu Phe Lys Asp Leu Gin Val Gly Arg 
530 535 540 

lie Gin Met Glu Phe Leu Lys Leu Asp Asn Ala Leu Thr Leu Ala Asp 
545 550 555 560 

i*Ala He Ser Asp Leu Pro Pro Val Thr Asn Tyr Val Ala Asn Asp Val 
'|s 565 570 575 

i.fylet Asp Tyr Asn Asp Ala Ala Pro Lys Thr Glu Phe Glu Asn Phe He 
"_|*; 580 585 590 

j^er Leu Lys Arg Ser Glu Thr Leu Leu Pro Ala Cys Gly Gly Asp Pro 
y t 595 600 605 

\$hr Arg Arg Leu Phe Asp His Gin Pro Leu Val Leu Gly Asp Asp Asp 
M« 610 615 620 

iifieu Glu Arg Val Ser Tyr He Pro Lys Gin Lys Gly Ala Asn Tyr Arg 
l$25 630 635 640 

Hi 

Asp Met Pro Gly Val Leu Val His Asn Asn Lys Ala Glu He Asn Pro 
645 650 655 

Arg Phe Arg Ala Lys Leu Lys Ser Gly Lys Asn Val Val Pro Ala Tyr 
660 665 670 

Ala He Ser Phe He Lys Gly Lys Ser Lys Lys Pro Phe Gly Arg Leu 
675 680 685 

Trp Gly Asp Glu He Val Asn Thr Val Val Thr Arg Ala Glu Pro His 
690 695 700 

Asn Gin Cys Val He His Pro Met Gin Asn Arg Val Leu Ser Val Arg 
705 710 715 720 

Glu Asn Ala Arg Leu Gin Gly Phe Pro Asp Cys Tyr Lys Leu Cys Gly 



28 



725 

Thr lie Lys Glu Lys Tyr 
740 

Val Gly Val Ala Leu Gly 
755 

Thr Asp Asp Glu Pro Val 
770 

Met Gin Ala Lys Asp Gin 
785 790 




730 

He Gin Val Gly Asn 
745 

Tyr Ala Phe Gly Met 
760 

He Lys Leu Pro Phe 
775 

He 




' 735 

Ala Val Ala Val Pro 
750 

Ala Ser Gin Gly Leu 
765 

Lys Tyr Pro Glu Cys 
780 



<210> 45 

<211> 444 

r»ij212> PRT 

=18213 > Zea mays 

i 

]*e4 00> 45 

,|ieu Asp He Phe 




hSla Gly Val Ser 

« 2 0 

hlly Glu Ala Phe 

m- 35 

Msn Cys Asn Val 
M go 

Asp Asp Cys Val 
65 

Pro Glu Val Asn 



He Asn Gly Gly 
100 

Asn Cys Gin Ser 
115 

Phe Leu Ser Phe 
130 



Ala Gly Cys Gly 
5 

Phe Thr Lys Trp 



Asn Lys Asn His 
40 

He Leu Lys Ala 
55 

Ser Thr Ser Glu 

70 

He Ash Asn Leu 
85 

Pro Pro Cys Gin 



Pro Trp Ser Lys 
120 

Ala Glu Tyr Phe 
135 



Gly Leu Ser Glu 
10 

Ala He Glu Tyr 
25 

Pro Glu Ala Val 



He Met Asp Lys 
60 

Ala Ala Glu Gin 
75 

Pro Val Pro Gly 
90 

Gly Phe Ser Gly 
105 

Val Gin Cys Glu 



Arg Pro Arg Phe 
140 



Gly Leu Gin Gin 
15 

Glu Glu Pro Ala 
30 

Val Phe Val Asp 
45 

Cys Gly Asp Thr 



Ala Ala Lys Leu 
80 

Glu Val Glu Phe 
95 

Met Asn Arg Phe 
110 

Met He Leu Ala 
125 

Phe Leu Leu Glu 
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Asn Val Arg Asn Phe Val Ser Phe Asn Lys Gly Gin Thr Phe Arg Leu 
145 150 155 160 

Ala Val Ala Ser Leu Leu Glu Met Gly Tyr Gin Val Arg Phe Gly He 
165 " 170 175 

Leu Glu Ala Gly Ala Phe Gly Val Ala Gin Ser Arg Lys Arg Ala Phe 
180 185 190 

He Trp Ala Ala Ala Pro Gly Glu Met Leu Pro Asp Trp Pro Glu Pro 
195 200 205 

Met His Val Phe Ala Ser . Pro Glu Leu Lys He Thr Leu Pro Asp Gly 
210 215 220 

Gin Tyr Tyr Ala Ala Ala Arg Ser Thr Ala Gly Gly Ala Pro Phe Arg 
225 230- 235 240 

,$la lie Thr Val Arg Asp Thr He Gly Asp Leu Pro Lys Val Gly Asn 
: !-| 245 250 255 

■.fly Ala Ser Lys Leu Thr Leu Glu Tyr Gly Gly Glu Pro Val Ser Trp 

260 265 270 

IsPhe Gin Lys Lys He Arg Gly Ser Met Met Val Leu Asn Asp His He 
275 280 285 

^S'er Lys Glu Met Asn Glu Leu Asn Leu He Arg Cys Gin His He Pro 
H»' 290 295 300 

T 

Sljys Arg Pro Gly Cys Asp Trp His Asp Leu Pro Asp Glu Lys Val Lys 
^305 310 315 320 

Leu Ser Asn Gly Gin Met Ala Asp Leu He Pro Trp Cys Leu Pro Asn 
325 330 335 

Thr Ala Lys Arg His Asn Gin Trp Lys Gly Cys Leu Tyr Gly Arg Leu 
340 345 350 

Asp Trp Glu Gly Asn Phe Pro Thr Ser Val Thr Asp Pro Gin Pro Met 
355 360 365 

Gly Lys Val Gly Met Cys Phe His Pro Asp Gin Asp Arg He He Thr 
370 375 380 

Val Arg Glu Cys Ala Arg Ser Gin Gly Phe Pro Asp Ser Tyr Glu Phe 
385 390 ' 395 400 
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Ala Gly Asn He Gl-n Asn Lys His Arg Gin He Gly Asn Ala Val Pro 
405 410 415 

Pro Pro Leu Ala Tyr Ala Leu Gly Arg Lys Leu Lys Glu Ala Val Asp 
420 425 430 

Lys Arg Gin Glu Ala Ser Ala Gly Val Pro Ala Pro 
435 440 



<210> 46 
<211> 440 
<212> PRT 

<213> Arabidopsis thaliana 



<400> 46 

Leu Asp He Phe Ala 
1«| 1 5 

I 

IJlAla Gly Val Ser Asp 
*l> 2 0 

lately Gin 'Ala Phe Lys 

M> 

i!i Asn Cys Asn Val He 
0 50 

^Asp Asp Cys Val Ser 

S 65 

h 

"'Thr Glu Glu Gin Lys 
85 

He Asn Gly Gly Pro 
100 

Asn Cys Gin Ser Ser 
115 

Phe Leu Ser Phe Ala 
130 

Asn Val Arg Thr Phe 
145 



Gly Cys Gly Gly Leu 
10 

Ala Lys Trp Ala He 
25 

Gin Asn His Pro Glu 
40 

Leu Arg Ala He Met 



Thr Thr Glu Ala Asn 
70 

Ser Thr Leu Pro Leu 
90 

Pro Cys Gin Gly Phe 
105 

Trp Ser Lys Val Gin 
120 

Asp Tyr Phe Arg Pro 
135 

Val Ser Phe Asn Lys 
150 



Ser His Gly Leu Lys Lys 
15 

Glu Tyr Glu Glu Pro Ala 
30 

Ser Thr Val Phe Val Asp 
45 

Glu Lys Gly Gly Asp Gin 
60 

Glu Leu Ala Ala Lys Leu 
75 80 

Pro Gly Gin Val Asp Phe 
95 

Ser Gly Met Asn Arg Phe 
110 

Cys Glu Met He Leu Ala 
125 

Arg Tyr Phe Leu Leu Glu 
140 

Gly Gin Thr Phe Gin Leu 
155 160 



Thr Leu Ala Ser Leu Leu Glu Met Gly Tyr Gin Val Arg Phe Gly He 
165 170 175 



Leu Glu Ala Gly Ala Tyr Gly Val Ser Gin Ser Arg Lys Arg Ala Phe 
180- 185 190 



He Trp Ala Ala Ala Pro Glu Glu Val Leu Pro Glu Trp Pro Glu Pro 
195 200 205 

Met His Val Phe Gly Val Pro Lys Leu Lys He Ser Leu Ser Gin Gly 
210 ■ 215 '220 

Leu His Tyr Ala Ala Val Arg Ser Thr Ala Leu Gly Ala Pro Phe Arg 
225 230 235 240 

Pro He Thr Val Arg Asp Thr He Gly Asp Leu Pro Ser Val Glu Asn 
245 250 255 

Gly Asp Ser Arg Thr Asn Lys Glu Tyr Lys Glu Val Ala Val Ser Trp 
i£j 260 265 270 

€; 

'Cphe Gin Lys Glu He Arg Gly Asn Thr He Ala Leu Thr Asp His He 
h i! 275 280 285 

%fcys Lys Ala Met Asn Glu Leu Asn Leu He Arg Cys Lys Leu He Pro 

O 290 295 300 

^ f Thr Arg Pro Gly Ala Asp Trp His Asp Leu Pro Lys Arg Lys Val Thr 

h*305 310 315 320 

j«jLeu ser Asp Gly Arg Val Glu Glu Met He Pro Phe Cys Leu Pro Asn 
jtj 325 330 335 

Thr Ala Glu Arg His Asn Gly Trp Lys Gly Leu Tyr Gly Arg Leu Asp 
340 345 350 

Trp Gin Gly Asn Phe Pro Thr Ser Val Thr Asp Pro Gin Pro Met Gly 
355 360 365 

Lys Val Gly Met Cys Phe His Pro Glu Gin His Arg He Leu Thr Val 
370 375 380 

Arg Glu Cys Ala Arg Ser Gin Gly Phe Pro Asp Ser Tyr Glu Phe Ala 
385 390 395 400 

Gly Asn He Asn His Lys His Arg Gin He Gly Asn Ala Val Pro Pro 
405 410 415 

Pro Leu Ala Phe Ala Leu Gly Arg Lys Leu Lys Glu Ala Leu His Leu 
420 425 430 
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Lys Lys Ser Pro Gin His Gin Pro 
435 440 



<210> 47 
<211> 130 
<212> DNA 
<213> Zea mays 

<400> 47 

catgctgttg ggccatgtgt ctagtgttgg cccattaacg tgtacacata tactagaagt 60 

gtgtgtggtg tagagagagt gctgtatgtt ttccacattc cagaaaaatc cacatggtat 120 
cagagccagg 13 0 



.^,210> 4 8 

•^;211> 123 

1f;212> DNA 

*%213> Zea 

j|^4 00> 4 8 

i^jagggggagt gttgggccat gtgtctagtg ttggcccatt aacgtgtaca catatactag 60 

l^agtgtgtgt ggtgtagaga gagtgctgta tgttttccac attccagaaa aatccacaca 120 
!,tgc 123 



lays 



j*s210> 
$i211> 
fjp212> 
i^213> 



Cys Tyr Asn Cys Gly Asn Val Gly His lie Ala Arg Asn Cys 



<210> 50 
<211> 17 
<212> PRT 
<213> Zea mays 

<400> 50 

Thr Gin Val Thr Gin Leu Lys Trp lie Leu Asp Ser Gly Ala Ser Lys 
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<210> 51 
<211> 14 
<212> PRT 
<213> Zea mays 

<400> 51 

Cys Gin Val Cys Ser Arg Val Gly His Thr Ala Leu Asn Cys 



<210> 52 

<211> 17 

<212> PRT 

<213> Zea mays 



ipGln Asn Gly Ser Asn Val Pro Trp Tyr Thr Asp Thr Gly Ala Thr Asp 
15 10 15 



<210> 53 
2 1 1 > 14 
M'<212> PRT 
W ! <213> 0ry2a sativa 

m 

j;«ic4 00> 53 

H»bys Gin Val Cys Phe Lys Arg Gly His Thr Ala Ala Asp Cys 



<210> 54 
<211> 17 
<212> PRT 

<213> Oryza sativa 
<400> 54 

Ser Tyr Gly He Asp Thr Asn Trp Tyr He Asp Thr Gly Ala Thr Asp 



34 



<210> 55 
<211> 14 
<212> PRT 

<213> Arabidopsis thaliana 



Cys Ser Asn Cys Gly Arg Thr Gly His Glu Lys Lys Glu Cys 



<210> 56 
<211> 17 
<212> PRT 

<213> Arabidopsis thaliana 



<400> 56 

Gly Lys Thr Lys Leu Gly Asp He lie Leu Asp Ser' Gly Ala Ser His 



»<3 

I: 

jV|210> 57 

11 > 14 

=:<212> PRT 

Q|p213> Zea mays 
M> 

1^4 00 > 57 

Ipys His His Cys Gly Arg Glu Gly His He Lys Lys Asp Cys 
l'!! i 5 10 

!U 

<210> 58 

<211> 17 

<212> PRT 

<213> Drosophila melanogaster 

<400> 58 

Ser Val Met Asp Asn Cys Gly Phe Val Leu Asp Ser Gly Ala Ser Asp 

i n 15 



<210> 59 
<211> 52 
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<212> PRT 
<213> Zea mays 



<400> 59 

Gin Val Lys He Leu Arg Pro Asp Asn Gly Thr Glu Tyr Val Asn Lys 
! 5 10 .15 

Gly Phe Asn Ala Phe Leu Ser Arg Asn Gly He Leu His Gin Thr Ser 
20 25 30 

Cys Pro Asp Thr Pro Pro Gin Asn Gly Val Ala Glu Arg Lys Asn Arg 
35 40 45 

His He Leu Glu 
50 



<210> 60 

( M;211> 50 

! j|212> PRT 

!%213> Zea mays 

h h 

]||400> 60 

i^ys lie He Ala Phe Gin Ser Asp Trp Gly Gly Glu Tyr Glu Lys Leu 



i^Asn Ala His Phe Lys Thr He Gly He His His Gin Val Ser Cys Pro 
Pf 20 25 30 

y> 

||His Thr His Gin Gin Asn Gly Ala Ala Glu Arg Lys His Arg His He 

m 35 40 45 

ill 

Val Glu 



<210> 61 
<211> 51 
<212> PRT 

<213> Oryza sativa 
<400> 61 

Lys He He Ala Met Gin Thr Asp Trp Arg Gly Gly Arg Tyr Gin Lys 
15 10 15 

Leu Asn Ser Phe Phe Ala Gin He Gly Leu He He Met Cys His Val 
20 25 30 
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Leu Thr Leu lie Arg Gin Asn Gly Ser Ala Glu Arg Lys His Arg His 



He Val Glu 



<210> 62 
<211> 50. 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 62 

Thr Val Lys Met Val Arg Ser Asp Asn Gly Thr Glu Phe Met Cys Leu 



Ser Ser Tyr Phe Arg Glu Asn Gly He He His Gin Thr Ser Cys Val 



: ^|ly Thr Pro Gin Gin Asn Gly Arg Val Glu Arg Lys His Arg His He 



jfteu Asn 



i^f210> 63 

2*2 11> 52 

j %(P 2 12 > PRT 

i^fc213> Drosophila melanogaster 

IVk400> 63 

'""Lys Val Val Tyr Leu Tyr He Asp Asn Gly Arg Glu Tyr Leu Ser Asn 
1 5 10 15 

Glu Met Arg Gin Phe Cys Val Lys Lys Gly He Ser Tyr His Leu Thr 



Val Pro His Thr Pro Gin Leu Asn Gly Val Ser Glu Arg Met He Arg 
35 40 45 

Thr He Thr Glu 



<210> 64 
<211> 71 
<212> PRT 
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<213> Zea mays 
<400> 64 

Arg Tyr Lys Ala .Arg Leu Val Ala Arg Gly Tyr Ser Gin Thr Tyr Gly 



lie Asp Tyr Asp Glu Thr Phe Ala Pro Val Ala Lys Met Ser Thr Val 
20 25 30 

Arg Thr Leu He Ser Cys Ala Ala Asn Phe Gly Trp Pro Leu Tyr Gin 
35 40 45 

Leu Asp Val Lys Asn Ala Phe Leu His Gly Asp Leu Gin Glu Glu Val 
50 55 60 

Tyr Met Glu He Pro Pro Gly 



<2*lj)> 65 

<2jil> 12 

<2*12> PRT 

<2]§3> Zea mays 

<4)|)> 65 

Ala* He Leu Ala Val Tyr Val Asp Asp He lie lie 

%! 5 10 



<2;W> 66 

■ <2 l|| > 71 
<2!3|> PRT 
<213> Zea mays 

<400> 66 

Arg Leu Lys Ala Arg Leu Val Ala Lys Gly Phe Lys Gin Gin Tyr Gly 
15 10 15 

He Asp Tyr Asp Asp Thr Phe Ser Pro Val Val Lys His Ser Thr He 
20 25 30 

Arg Leu Val Leu Ser Leu Ala Val Ser Gin Lys Trp Ser Leu Arg Gin 



Leu Asp Val Gin Asn Ala Phe Leu His Gly He Leu Glu Glu Thr Val 
50 55 60 

Tyr Met Lys Gin Pro Pro Gly 



65 



70 



<210> 67 

<211> 12 

<212> PRT 

<213> Zea mays 

<400> 67 

He Tyr He Leu Val Tyr Val Asp Asp He He He 



<210> 68 

<211> 71 

<212> PRT 

<213> Oryza sativa 



^;400> 68 



Tyr Lys Ala Arg Leu Val Ala Lys Gly Phe Lys Gin Arg Tyr Gly 
P; i 5 .10 15 

■fde Asp Tyr Glu Asp Thr Phe Ser Pro Val Val Lys Ala Ala Thr He 
fe[ 20 25 30 

'Arg He He Leu Ser He Ala Val Ser Arg Gly Trp Ser Leu Arg Gin 
jvf 3 5 4 0 45 

j^eu Asp Val Gin Asn Ala Phe Leu His Gly Phe Leu Glu Glu Glu Val 
if) 50 55 60 

|iyr Met Gin Gin Pro Pro Gly 



<210> 69 
<211> 12 
<212> PRT 

<213> Oryza sativa 
<400> 69 

Met Phe Val Leu Val Tyr Val Asp Asp He He Val 



<210> 70 
<2il> 71 
<212> PRT 
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<213> Arabidopsis thaliana 



<400> 70 

Arg Tyr Lys Ala Arg Leu Val Val Gin Gly Asn Lys Gin Val Glu Gly 
1 5 10 15 

Glu Asp Tyr Lys Glu Thr Phe Ala Pro Val Val Arg Met Thr Thr Val 
20 25 30 

Arg Thr Leu Leu Arg Asn Val Ala Ala Asn Gin Trp Glu Val Tyr Gin 
35 40 45 

Met Asp Val His Asn Ala Phe Leu His Gly Asp Leu Glu Glu Glu Val 
50 55 60 



Tyr Met Lys Leu Pro Pro Gly 



'£j210> 71 
jChll> 12 
^<212> PRT 

J<213> Arabidopsis thaliana 

iV\ 

;^4 00> 71 

'^'eu Arg Val Leu He Tyr Val Asp Asp Leu Leu He 



i«210> 72 
j^211> 71 
rp212> PRT 
<213> Drosophila melanogaster 



<400> 72 

Arg Tyr Lys Ala Arg Leu Val Ala 
1 5 

He Asp Tyr Glu Glu Thr. Phe Ala 
20 

Arg Phe He Leu Ser Leu Val He 
35 40 

Met Asp Val Lys Thr Ala Phe Leu 
50 55 

Tyr Met Arg Leu Pro Gin Gly 



Arg Gly Phe Thr Gin Lys Tyr Gin 
10 15 

Pro Val Ala Arg He Ser Ser Phe 
25 30 

Gin Tyr Asn Leu Lys Val His Gin 
45 

Asn Gly Thr Leu Lys Glu Glu He 
60 



40 



65 



70 



<210> 73 
<211> 12 
<212> PRT 

<213> Drosophila melanogaster 
<400> 73 

lie Tyr Val Leu Leu Tyr Val Asp Asp Val Val He 



<210> 74 

<211> 62 

c212> PRT 

<213> Zea mays 

^400> 74 

'lisp Ala Asp Trp Gly Ser Cys Leu Asp Asp Arg Arg Ser Thr Ser Gly 
''U 1 5 10 15 

y= 

ifjjyr Cys Val Phe Val Gly Gly Asn Leu Val Ser Trp Arg Ser Lys Lys 
!£; 20 2 5 3 0 

M> 

^Gln Ser Val Val Ser Arg Ser Thr Ala Glu Ala Glu Tyr Arg Ala Met 
h«i 3 5 4 0 4 5 

y> 

i$la Leu Ala He Cys Glu Met Leu Trp He Lys Gly Leu Leu 
if I 50 55 60 

iy 

<210> 75 

<211> 17 

<212> PRT 

c213> Zea mays 

<400> 75 

Asn Pro Val Gin His Asp Arg Thr Lys His Val Glu He Asp Arg Phe 



<210> 76 
<211> 62 
<212> PRT 



<213> Zea mays 
<400> 76 

Asp Ala Asp Trp Ala Gly Cys Pro Asp Asp Arg Lys Ser Thr Gly Gly 
1 5 10 15 

Tyr Ala Leu Phe Leu Gly Pro Asn Leu lie Ser Trp Asn Ser Lys Lys 
20 25 30 

Gin Ser Thr Val Ser Arg Ser Ser Thr Glu Ala Glu Tyr Lys Ala Met 



35 



40 



45 



Ala Asn Ala Thr Ala Glu Val He Trp Leu Gin Ser Leu Leu 
50 55 60 



<210> 77 

<211> 17 

i*<"212> PRT 

= |<?213 > Zea mays 

'V 

i'^400> 77 

: !li ys Pro He Phe Asn Ala Arg Thr Lys His He Glu Val Asp Phe Hi 



\p210> 78 



1^2 12 > PRT 
<213> Oryza sativa 

<400> 78 

Asp Ala Asp Trp Ala Gly Ser He Asp Asp Arg Lys Ser Thr Gly Gly 



Phe Ala Val Phe Leu Gly Ser Asn Leu Val Ser Trp Ser Ala Arg Lys 
20 25 . 30 

Gin Pro Thr Val Ser Arg Ser Ser Thr Glu Ala Glu Tyr Lys Ala Val 



Ala Asn Thr Thr Ala Glu Leu lie Trp Val Gin Thr Leu Leu 
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<210> 79 
<211> 17 
<212> PRT 

<213> Oryza sativa 
c400> 79 

Asn Pro Val Phe His Ala Arg Thr Lys His He Glu Val Asp Tyr His 



<210> 80 
<211> 62 
<212> PRT 

<213> Arabidopsis thaliana 
! 4j4 00> 80 

l f!sp Ser Asp Trp Gin Ser Cys Pro Leu Thr Arg Arg Ser He Ser Ala 
MP ± 5 10 15 

'fjjyr Val Val Leu Leu Gly Gly Ser Pro He Ser Trp Lys Thr Lys Lys 
2 0 2 5 3 0 

^Gln Asp Thr Val Ser His Ser Ser Ala Glu Ala Glu Tyr Arg Ala Met 
i^. 3 5 4 0 4 5 

M> 

L|er Tyr Ala Leu Lys Glu He Lys Trp Leu Arg Lys Leu Leu 
5 0 55 60 

iC 

<210> 81 
<211> 17 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 81 

Asn Pro Val Phe His Glu Arg Thr Lys His He Glu Ser Asp Cys His 



<210> 82 
<211> 63 
<212> PRT 
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<213> Drosophila melanogaster 



<400> 82 

Asp Ser Asp Trp Ala Gly Ser Glu lie Asp Arg Lys Se'r Thr Thr Gly 
15 10 15 

Tyr Leu Phe Lys Met Phe Asp Phe Asn Leu lie Cys Trp Asn Thr Lys 
20 25 30 

Arg Gin Asn Ser Val Ala Ala Ser Ser Thr Glu Ala Glu Tyr Met Ala 
35 40 45 

Leu Phe Glu Ala Cys Arg Glu Ala Leu Trp Leu Lys Phe Leu Leu 
50 55 60 



<210> 83 
<211> 17 
i||l2> PRT 

^213 > Drosophila melanogaster 
W*100> 83 

'fen Pro Ser Cys His Lys Arg Ala Lys His lie Asp lie Lys Tyr His 
jijj 15 10 15 

^he 



f?sj210> 84 

;^2ii> ii8i 

i^j212> DNA 
'<213> Zea mays 

<400> 84 

gggaattcga ttactcacta tagcgctcga gcggccgccc gggcaggttc gaaaaccatc 60 
aacctaacga tgtaatggag tatggtggtt cccccaagac agagttccag cgctacattc 120 
gacttggtcg taaagacatg ttggattggt cgtttggtga ggaggctggt ccagatgaag 180 
gcaagctctt ggatcaccag cccttacggc ttaacaatga tgattatgag cgggttaagc 240 
aaattcctgt caagaaggga gccaacttcc gtgacctaaa gggtgtcaag gttggagcaa 300 
ataatgttgt tgagtgggat ccagaagtcg aacgtgtgta cctttcgtct gggaaaccac 360 
tggttcctga ctatgcgatg tcattcatca agggcaaatc actcaagcca ttcgggcgcc 420 
tgtggtggga ccagacggtt cctacagttg tgaccagagc agagcctcat aaccaggtta 480 
tattgcatcc gactcaagca agagtcttga ctatccggga gaacgcaagg ttacagggct 540 
tccccgatta ctaccgattg tttggaccga tcaaggagaa gtatattcaa gtcgggaacg 600 
cagtggcagt ccctgttgca cgggcactgg gctactgtct gggtcaagcc tacctgggtg 660 
aatctgacgg gagtcagcct ctgtaccagc tgcctgcaag ttttacctct gtggggcgaa 720 
ccgcggttca ggcgaatgcc gcttctgttg gcactcctgc gggggaggta gtcgagcagt 780 



aaaaggatag cggagcaacc ctggttggta ttttgattcg agcccatcca gtagcatgtt 840 
taccaataaa taatcattgg tcgtgctgat tcttatggtt ggagatgaat gtatgtaggg 900 
tgtactcgag ctcgagtgct tgttgtactg taggttgagg tttctcatcc attggcctgc 960 
ctatttgtgg atgacgtttc atttcagatt agcaatgtgc ttatttaagg tttcgtcatg 1020 
tacctgtatt ctacaatcca ctattgtttc caa'agacagc atttgatcct taaaaaaaac 1080 
tgtaaaaaaa aaaaaacagt gcccgaaaag ccgcaaaaaa aaaaaaaaaa aaaacctgcc 1140 
cgggcggccg ctcgagccct atagtgagta atcgaattcc c 1181 



<210> 85 

<211> 6 

<212> PRT 

<213> Zea mays 

<400> 85 
Glu Phe Asp Tyr 
1 

°f;210> 86 
l^211> 2 52 
~^212> PRT 
j^j213> Zea mays 

= 1 |4 00> 8 6 

^Arg Ser Ser Gly 

jv 1 

j.,y.al Met Glu Tyr 

f^srg Leu Gly Arg 
35 

Gly Pro Asp Glu 
50 

Asn Asp Asp Tyr 
65 

Asn Phe Arg Asp 



Glu Trp Asp Pro 
100 

Leu Val Pro Asp 
115 



Ser Leu 



Arg Pro Gly Arg 
5 

Gly Gly Ser Pro 



Lys Asp Met Leu 
40 

Gly Lys Leu Leu 
55 

Glu Arg Val Lys 
70 

Leu Lys Gly Val 
85 

Glu Val Glu Arg 



Tyr Ala Met Ser 
120 



Phe Glu Asn His 
10 

Lys Thr Glu Phe 
25 

Asp Trp Ser Phe 



Asp His Gin Pro 
60 

Gin He Pro Val 
75 

Lys Val Gly Ala 
90 

Val Tyr Leu Ser 
105 

Phe He Lys Gly 



Gin Pro Asn Asp 
15 

Gin Arg Tyr He 
30 

Gly Glu Glu Ala 
45 

Leu Arg Leu Asn 



Lys Lys Gly Ala 
80 

Asn Asn Val Val 
95 

Ser Gly Lys Pro 
110 

Lys Ser Leu Lys 
125 



45 



Pro Phe Gly Arg Leu Trp Trp Asp Gin Thr Val Pro Thr Val Val Thr 
130 135 140 

Arg Ala Glu Pro His Asn Gin Val He Leu His Pro Thr Gin .Ala Arg 
145 150 155 160 

Val Leu Thr He Arg Glu Asn Ala Arg Leu Gin Gly Phe Pro Asp Tyr 
165 170 175 

Tyr Arg Leu Phe Gly Pro lie Lys Glu Lys Tyr He Gin Val Gly Asn 
180 185 190 

Ala Val Ala Val Pro Val Ala Arg Ala Leu Gly Tyr Cys Leu Gly Gin 
195 200 205 

Ala Tyr Leu Gly Glu Ser Asp Gly Ser Gin Pro Leu Tyr Gin Leu Pro 
m 210 215 220 

j^la Ser Phe Thr Ser Val Gly Arg Thr Ala Val Gin Ala Asn Ala Ala 

jia 2 5 230 235 240 

fj&er Val Gly Thr Pro Ala Gly Glu Val Val Glu Gin 

j^l 245 250 

i* 

M:210> 87 

;^211> 246 

Wt212> PRT- 

$*<213> Zea mays 

^ £ <400> 8 7 

Lys Val Gin Asn His Gin Pro Asn Asp Val Met Glu Tyr Gly Gly Ser 



Pro Lys Thr Glu Phe Gin Arg Tyr He Arg Leu Ser Arg Lys Asp Met 
20 25 30 

Leu Asp Trp Ser Phe Gly Glu Gly Ala Gly Pro Asp Glu Gly Lys Leu 
35 40 45 

Leu Asp His Gin Pro Leu Arg Leu Asn Asn Asp Asp Tyr Glu Arg Val 
50 55 60 

Gin Gin He Pro Val Lys Lys Gly Ala Asn Phe Arg Asp Leu Lys Gly 
65 70 75 80 

Val Arg Val Gly Ala Asn Asn He Val Glu Trp Asp Pro Glu He Glu 



Arg Val Lys Leu 
100 

Ser Phe He Lys 
115 

Asp Glu Thr Val 
130 

Val He He His 
145 

Ala Arg Leu Gin 



85 

Ser Ser Gly Lys 



Gly Lys Ser Leu 
120 

Pro Thr Val Val 
135 

Pro Thr Gin Ala 
150 

Gly Phe Pro Asp 
165 



90 

Pro Leu Val Pro 
105 

Lys Pro Phe Gly 



Thr Arg Ala Glu 
140 

Arg Val Leu Thr 
155 

Tyr Tyr Arg Leu 
170 



95 

Asp Tyr Ala Met 
110 

Arg Leu Trp Trp 
125 

Pro His Asn Gin 



He Arg Glu Asn 
160 

Phe Gly Pro He 
175 



t &ys Glu Lys Tyr He Gin Val Gly Asn Ala Val Ala Val Pro Val Ala 
180 185 190 



Ala Leu Gly Tyr Cys Leu Gly Gin Ala Tyr Leu Gly Glu Ser Glu 
195 200 205 



f 

ly Ser Asp Pro Leu Tyr Gin Leu Pro Pro Ser Phe Thr Ser Val Gly 
J 210 215 220 

j$ly Arg Thr Ala Gly Gin Ala Arg Ala Ser Pro Val Gly Thr Pro Ala 



N&2 5 



230 



C|%ly Glu Val Val Glu Gin 
1$ 24 5 



<210> 88 
<211> 226 
<212> PRT 
<213> Zea mays 



<400> 88 

Asn His Gin Pro Asn Asp Val Met 
1 5 

Glu Phe Gin Arg Tyr lie Arg Leu 
20 

Phe Gly Glu Ala Gly Pro Asp Glu 

35 40 



Glu Tyr Gly Gly Ser Pro Lys Thr 
10 15 

Arg Lys Asp Met Leu Asp Trp Ser 
25 30 

Gly Lys Leu Leu Asp His Gin Pro 
45 



47 



Leu Arg Leu Asn Asn Asp Asp Tyr Glu Arg Val Gin lie Pro Val Lys 
■55 60 

Lys Gly Ala Asn Phe Arg Asp Leu Lys Gly Val Val Gly Ala Asn Asn 
65 

val Glu Trp Asp Pro Glu Glu Arg Val Leu Ser Ser Gly Lys Pro Leu 



val Pro Asp Tyr Ala Met Ser Phe lie Lys Gly Lys Ser Leu Lys Pro 
100 105 HO 

Phe Gly Arg Leu Trp Trp Asp Thr Val Pro Thr Val Val Thr Arg Ala 
115 120 125 

Glu Pro His Asn Gin Val lie His Pro Thr Gin Ala Arg Val Leu Thr 



Sle Arg Glu Asn Ala Arg Leu Gin Gly Phe Pro Asp Tyr Tyr Arg Leu 
$4 5 150 155 160 

■|&he Gly Pro He Lys Glu' Lys Tyr lie Gin Val Gly Asn Ala Val Ala 
J 165 170 175 

{ft 

Myal Pro Val Ala Arg Ala Leu Gly Tyr Cys Leu Gly Gin Ala Tyr Leu 
180 185 190 



Hsiy Glu Ser Gly Ser Pro Leu Tyr Gin Leu Pro Ser Phe Thr' Ser Val 
N> 195 200 205 

%ly Arg Thr Ala Gin Ala Ala Val Gly Thr Pro Ala Gly Glu Val Val 



Glu Gin 
225 



<210> 89 
<211> 245 
<212> PRT 
<213> Zea mays 



<400> 89 

Arg Phe Glu Asn His Gin Pro Asn Asp Val Met Glu Tyr Gly Gly Ser 



Pro Lys Thr Glu Phe Gin Arg Tyr lie Arg Leu Gly Arg Lys Asp Met 



Leu Asp Trp Ser Phe Gly Glu Glu Ala Gly Pro Asp Glu Gly Lys Leu 
35 40 45 

Leu Asp His Gin Pro Leu Arg Leu Asn Asn Asp Asp Tyr Glu Arg Val 
50 55 ' 60 

Lys Gin He Pro Val Lys Lys Gly Ala Asn Phe Arg Asp Leu Lys Gly 
65 70 75 ' 80 

Val Lys Val Gly Ala Asn Asn Val Val Glu Trp Asp Pro Glu Val Glu 



Arg Val Tyr Leu Ser Ser Gly Lys Pro Leu Val Pro Asp Tyr Ala Met 
100 105 110 

Ser Phe He Lys Gly Lys Ser Leu Lys Pro Phe Gly Arg Leu Trp Trp 
115 120 125 

i*l 

'flsp Gin Thr Val Pro Thr Val Val Thr Arg Ala Glu Pro His Asn Gin 

$ 130 135 140 

M ! 

:ffal He Leu His Pro Thr Gin Ala Arg Val Leu Thr He Arg Glu Asn 
|^45 150 155 160 

%la Arg Leu Gin Gly Phe Pro Asp Tyr Tyr Arg Leu Phe Gly Pro He 
m 165 • 170 175 

j*Lys Glu Lys Tyr He Gin Val Gly Asn Ala Val Ala Val Pro Val Ala 
\p 180 ■ 185 190 

jtkrg Ala Leu Gly Tyr Cys Leu Gly Gin Ala Tyr Leu Gly Glu Ser Asp 
195 200 205 

Gly Ser Gin Pro Leu Tyr Gin Leu Pro Ala Ser Phe Thr Ser Val Gly 
210 215 220 

Arg Thr Ala Val Gin Ala Asn Ala Ala Ser Val Gly Thr Pro Ala Gly 
225 230 235 240 

Glu Val Val Glu Gin 
245 



<210> 90 
<211> 12812 
<212> DNA 
<213> Zea mays 



49 



<400> 90 

tacatcaata aaataagggg cgccaacgca attgtccctt gttttttcta acttaaagtt 60 
caagcggcaa tgtcgcatct gatgtatgaa tatcaatttg taagtactaa acatagtctt 120 
aattccaaaa ttaattacac aa-caaagact aaattgtaag caaacctttc aagtctaatt 180 
aattcataat tacaaatgtt attgtaacat catgttaccg aatcataaac taaccaggtt 240 
cccatgtgta attagtttta taattatatt atatttaata tttgtaacta attgatgtga 300 
cagtactaaa attaagcctc ttaagccaaa aaatccacat attttagatt taaaatttga 360 
aaacagacgt atcggctaga agagccctgt cactgtcagc taatcaatta caagaagtgg 420 
cccatactag ttccatcacc agtccagtag tccaccaccc caccctacag ctgggtcatc 480 
tggcacgggt ggaggggcca acggccaaaa gcgccgcg'ca cttccggcgg ^gcaccctcgc 54 0 
ggagtcgcgg gtgacagcga aatttcaaat ccataccctc ccgctgcaga cgggccccac 600 
gccgtcaaaa tttggacgct cccgctccct cgatcttttg ggtttcgttt tcccagttcc 660 
caccctctct tccaccctgc cctgtttcca gatttgaccg atccccttcg attcgatttc 720 
tacacccacg gtgtccagac tccagagcac tcactctcct ggcaaacccc tttcgtcttc 780 
ccaaccctag agagcagcag cagctaccgc agcccctgcc atggcgccga gctccccgtc 840 
acccgccgcg cctacacgcg tctctgggcg gaagcgcgcc gccaaggccg aggagatcca 900 
ccagaacaag gaggaggagg aggaggtcgc ggcggcgtcc tccgccaagc gcagccgcaa 960 
gjgcggcatct tccgggaaga agcccaagtc gccccccaag caggccaagc cggggaggaa 1020 
ifaagaagggg gatgccgaga tgaaggagcc cgtggaggac gacgtgtgcg ccgaggagcc 1080 
'^gacgaggag gagttggcca tgggcgagga ggaggccgag gagcaggcca tgcaggagga 114 0 
'^gtggttgcg gtcgcggcgg ggtcacccgg gaagaagagg gtggggagaa ggaacgccgc 12 00 
"Igccgccgct ggcgaccacg agccggagtt catcggcagc cctgttgccg cggacgaggc 1260 
^bgcagcaac tggcccaaag cgctacggcc gcagcacttg ccgcaaaaga agtacattat 1320 
jtefetctcccag ctctggtttt gatttgacca gatttttact ccatgtctgt tagtacttgc 1380 
-Jjagctgagca atctgctatt tgctgattta ttgtgcgtgc agaccggatg aggaggaaga 1440 
^ctcaaggcc agatgtcact accggagcgc taaggtggac aacgtcgtct actgcctcgg 1500 
•ifgatgacgtc tatgtcaagg tccttgttca tcgctttctg ttgcttctgc tctcatttat 1560 
Jgatgtgcata tgtgtttgtt aaggaagcaa gaattgcttg atttttgttg ccgactcgca 1620 
[•Ettccgtgac gagttctgcg tatggtcacc ggtacgtggc actgatacac aacgtggtat 1680 
jijgctggaagtc tggtagtata ttttgcatcg accaggaggt ccagatcgat atgtgcggta 1740 
jljagtgcttat ttgattgcac cctgttcgga gattcatgca tgatggcgtg tttagatgac 1800 
'gcctcccaga cagctgcctg ccaggcagct gattctggcc caggcgtccg gaatggtgaa 1860 
gttgcgctgg caagattctc aggccaccta ccaaatatgc cctggagcat attgcatgct 1920 
tctttttttg ttctctttcc ttctatattt atctcattgt tagtgaagtt tcacattgca 1980 
cgtgtcatgg aatatttact ttcaaatcaa cgaggagatg ctagcattga ggtgtgtgat 2040 
aattattaca tactagaaga tatcgtgcat gttgccattg ggattgcgaa gaatgtggaa 2100 
atgatgttgg tagcttgtat taagaggtta acagttagtg ggatgacatg actattagtt 2160 
agagatgatg tggatagtaa gtgggatatg atgtagatga cttgtgtgtt gagacagaac 2220 
tataacatgg agttggaaat gggagcagca tggtcaaaca taccctaaat gcctgtctct 2280 
acacaatgtg gtgattggtg tatagtctgg tgttaaaagc tggatacttt gattctgttg 2340 
aagattgtca cacccgaatt taaggacaaa tctagataca tctcatatgt gcaccaggat 2400 
agtgtataga taccaatgtc ataatcttta ttacacgacg ataatgtctt acaaaatatc 2460 
tggtgttaca agatgcacct ttcaacatgt ttaatgctgc aaactgtttt aattaaacag 2520 
aatgcagtgt tttgaacaaa aaaatgctgc tttatcctgc atcttgtttt gcatgtgtca 2580 
gcaattgctt acattccatt atgatctctg agattcttta aatttctagc atgatgaaag 2640 
tatttactaa ttcaactgaa cacaaacatt gtttgaatga acaaggcaac' acggatgctt 2700 
ggaataatgg ttgtgtataa tatcacttag tggttttgct ctcacaccac atctttcatg 2760 
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ggttctttaa taatagttac tgactttaag tttcttattc ctttttgtct atcttaggct 2820 

ggagaaaacg aggcagatta cattggccgc attactgaat tttttgaggg gactgaccag 2880 

tgtcactatt ttacttgccg ttggttcttc cgagcagagg acacggtgtg tatttagtat 2940 

tttgtcattc tatgcatgtg tggatttttc tggaatgtgg aaaacataca gcactctctc 3000 

tacaccacac acacttctag tatatgtgta cacgttaatg ggccaacact agacacatgg 3060 

cccaacactc cccctcaaga tgggcgatag atatcaatca tccccatctt gctacataac 3120 

acatcacact cttttactcc tataccctta gtcaagcaat ctgctatttg accttttgag 3180 

tttacatgat tcaactctaa agtaccatta tctaacttct ctttgatgaa gaatcgatca 3240 

atttccacat gttttgttct atcatgttga actggattgt tagctatatt catggctgac 3300 

ttattatcac accataactt cagggagtct tttcttaata cattcaactc tgataagaga 3360 

ccctttatcc atagcatctc acatatcgca agggccatag ctcggtattc tgcttcggcg .3420 

gtggaacggg ataccacaga ttgtttcttg cttctccatg atactaaatt tcctccaaca 3480 

aacacacaat atcctgaagt tgaccttcta tcatcaaggc aactacccca gtctgcatca 3540 

gagtaacctt ccacctttag atgaccatga cctttaaaga ttattccctt tccaggacaa 3600 

gtcttcaagt atcgcagtat acgatacact gcatcaagat gtccacttct ggggtcatgc 3660 

atatatcgac tcaccacact gactgcatat gtgatatcag gtcttgtatg gcacaagtag 3720 

atgagccgtc caacaagtct ttgatacctt tctttattca caggatcacc agattcagca 3780 

I'Mjataatttat gattcaagtc gataggtgtt gctacaggcc gacaccccaa catacctgtt 3840 

; ||catcaagta gatctaaaac atatttcctt tgggagagaa ctattccttt tggagatcga 3900 

; ||caatctcaa taccaagaaa gtatttgaga tgaccaagat ctttaacctc aaattcctta 3960 

I^Cttagattct tctttagaca tgcaatctca agatcggcat cacctgtaat aataatatca 4020 

.^ccacataca cagctagaat tgcaattcgt cgtccaaagt gttgataaaa aacagtgtga 4080 

j^tctccgttgc attgtttata tcccatgcta catattgcac gtctaaatct gtcaaaccat 4140 

l^gctcttgggg actgcttgag accatacaat gattttttca atcgacaaac tttcccaatt 4200 

Mgtctcaggct ttgacaatcc aggagggatc tccatataga cctcctcttg caaatcacca 4260 

« tgtaagaaag cattcttaac atctagttga tacaagggcc atccaaaatt tgcagcacaa 4320 

^Igagatcaatg tccttacagt actcattttt gccactggtg caaatgtctc atcataatca 4380 

Mattccatatg tttgactata ccctcttgca accaatcttg ctttatatcg ttctaccctt 4440 

Mbcttctgggt tttgcttcac agtgaatacc catttacaac taactgcctt ctttccttta 4500 

^Tggtagtttct caaattccca agtttgattt ttttctagag ctttaagctc ctccaacatt 4560 

j^gcctcacgcc agttagaatt acattgtgct tctttccaat ctcttggaat tgctacggaa 4620 

M?tgcaatgatg caacaaatgc tctatatgat ggtgacaaag acgcatatga gacataattg 4680 

ctaatgtcat gttcatatcc ataccttgtt ggggggactc cagctttagc acgcgctcct 4740 

tttcgtattg caatgggcaa atcataagtg tcataatctt cagtttctcc atgagacgtc 4800 

aaaggtacat ttatagcctc taatgtgttt ggagagaact gctcagtact tgatgctgaa 4860 

ttggttccag gagcctgagg ttgcacatgg gactttcttc ttgtatatac ttcgccctta 4920 

tatcgtaagt cgtctccaca agatttatta ttctcgtgac taggatgtgt ctccaattca 4980 

cttggcatta cttgcatctt ttgagaagca ccaatcacca cttccatttt atttggttgt 5040 

tgttccattg aatcaaccat tctgttctcc ccctctcgac tagcttcatc tgtgctagta 5100 

gagacagaat caagaaaaaa atttagatct gtcttctcac catagaaagg cacagtctct 5160 

ctaaatgtaa catccatgct tacaaacaaa cgtcgttcac taggactcca acacttgtat 5220 

cccttttgcc ctgcaggata tccaacaaaa atgcacttca cagcacgagg atccaacttc 5280 

cccacctgag gtctatgatc tctgacaaaa catgtacatc caaaaatttt aggtggaacc 5340 

acaaacttat tctcaccgag aagaatctca catggagtct tcattgcaag tatttttgaa 5400 

ggagtgcgat taataagata tgtggcagtc aatacagctt cactccatag gaacttcgga 5460 

acattcattg taaacatcag cgaacgagca acttccaaaa tgtgacgatt cttcctttca 5520 

gccacaccat tttgtggagg tgtatcagga caggatgtct gatgtaatat accatttctt 5580 

gacagaaatg cattaaatcc cttgtttaca tactcggttc cattgtctgg tcttaggatt 5640 
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ctacatttgc taatatctcg tctggtaatt ccttctgcat catctttttt ggttgactag 8580 
ctgaatgcag ttagctttgc caaagagtta aatacatgag ttgttcctgc actcgaaaag 8640 
ggatgtcaat aatgtccaca aactctgaaa atgtattttt agatacttaa cttgttaagt 8700 
cagtaaaacc tgtcagatac ttgggttttg ggtacgatta ccatccttat gtgagtaaaa 8760 
ctcgtcaagg gatgtcaatg acgtgttgat tgtgtattag atattctgtt tgttcgaaag 8820 
ctaatctaca caaacagctt atgtaatgta aaacctcaaa caaacttgcc tcttcataag 8880 
ctCaggttta taggattagc gtttagtgca tgtaaggcct atttgcttca cggcctccct 8940 
gccgagctcc tggctagaca gccatcctgg ccgtaggtgc ccgaaatcga acacctggga 9000 
gccacgtttg cactagcagg ttttcctggg tgcaaaccaa acacgcctat agtgttcaag 9060 
tataactgaa ttggtgctca cctttgtcta atagcttaag tttttggttt tcatcggtgc 9120 
atgcaactcc atactcaata gtcaatatga tatagtgttc aagcatagaa ctctcgagtt 9180 
tgaatcctgg caggggcaat caaataaaat aattgcagct tacccctatt tctacgtttg 9240 
agcacatgag ggagagtgtt gaattataag tgtgttctcc atctttctct aacagatgaa 9300 
ctggtttgtg catgtaactc aatatgatat ttgagtcaaa tgtttacttt aaaatcatag 9360 
ttgatgcaat ttaataacat atttttttgg tctcgtgtga gggagtgtac gtataactga 9420 
attgcacaca tttccttata gcttaggttt ttgactgcaa ctgttggtgc atgtagctca 9480 
ataactaaag ttgatctgga cagtctacag tgaataagtt tgacacttgt aaaatgtgca 9540 
ifcgtattttta caaacgctgg cacttttttc ctaatagaaa atgggcagtc aggcagtgat 9600 
'Ibcgcttcgg gtatttcttc tgatgatgtg gatctggaga cgtcatctag tatgccaacg 9660 
iggacagcaa cccttcttga tctgtattct ggctgtgggg gcatgtctac tggtctttgc 9720 
l^tgggtgcag ctctttctgg cttgaaactt gaaactgtaa tcttctaact agtcatctgt 9780 
^ggatagaa; atgttcacga tctcagaact tattctattg ttctggcttg cagcgatggg 984 0 
j : e|tgttgattt caacagtttt gcgtgccaaa gtttaaaata taatcatcca cagactgagg 9900 
jipatggatagt aaacttcatc ttggattcca tctgttctgt cagctactct tacaaagtgt 9960 
i^.tggattttt ggatgcaggt gcgaaatgag aaagccgatg agtttcttgc cctccttaag 10020 
=gaatgggcag ttctatgcaa aaaatatgtc caagatgtgg attcaaattt agcaagctca 10080 
jipaggatcaag cggatgaaga cagccctctt gacaaggacg aatttgttgt agagaagctt 1014 0 
I'dftcgggatat gttatggtgg cagtgacagg gaaaatggca tctattttaa ggtacttcag 10200 
Ngtcatttgt tcatttctac ttgattccaa caaaaaaatc aattacttaa gcctgtcaaa 10260 
Ipgatggatat ttctgtatat tttgctgtaa cgctagattt ctgcaggtcc agtgggaagg 10320 
l^ltacggccct gaggaggata catgggaacc gattgataac ttgaggttag tgtatggtat 10380 
i^tcgtctgct tgttgccttg tatacctatt tgcatctaat ccttgttttg caaaccagtg 10440 
actgcccgca gaaaattaga gaatttgtac aagaagggca caaaagaaag attctcccac 10500 
tgcctgtgag tatttagttc gttgtgattt tgctcgctat ttgtttagct cccctttttt 10560 
atttggtgat atctgcctat tttattcttt caaagggtga tgttgatgtc atttgtggag 10620 
gcccaccatg ccaaggtatc agtgggttta atcggtacag aaaccgtgat gagccactca 10680 
aagatgagaa aaacaaacaa atggtgactt tcatggatat tgtggcgtac ttgaagccca 10740 
agtatgttct catggaaaat gtggtggaca tactcaaatt tgcggatggt tacctaggaa 10800 
aatatgcttt gagctgcctt gttgctatga agtaccaagc gcggcttgga atgatggtgg 10860 
ctggttgcta tggtctgcca cagttcagga tgcgtgtgta cctctggggt gctctttctt 10920 
ccatggtctg ttctgtacct tgctgtttta tatgcttcgc tagattcata ttgcactgtt 10980 
ggctgctggc taaccaggtg tacgtgtatt tgacaattta ggtgctccct aagtatcctc 11040 
tgcccaacta tgatgttgta gtacgtggag gagcccctaa tgcctttcgg tgagtgcaat 11100 
cacaaaccac tactatgaaa tcatgtggaa tgtgtaaaat acgctgacca actgaatttg 11160 
ttgcagcaat gtatggttgc atatgacgag acacaaaaac catccctgaa aaaagccttg 11220 
cttcttggcg atgcaatttc agatttacca aaggcaagtg ttctgtcaag ttcatgcatt 11280 
tctcagtgag catgctattt aactcttctc tgcaggttca aaatcaccag cctaacgatg 11340 
tgatggagta tggtggttcc ccaagaccga attccagcgc tacattcgac tcagtcgtaa 11400 
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aggtaaaaaa ccccgtgaac tactactggt tggccttcac tacgaatatg ttaggattta 11460 

atttcagaag aaccgccttt tttttcttgg tgcttcggta ctactgcagc aagctcactc 11520 

ttattatcat gtcagacatg ttggattggt ccttcggtga agggggctgg tccagatgaa 11580 

ggcaagctct tggatcacca gcctttacgg cttaacaacg atgattatga gcgggttcaa 11640 

cagattcctg tcaagaaggt tggtggcttg gtcgcatttg tgccttcctt tgttgttttt 11700 

tccccttctg aaacaatcat ctctctttcc tatgacaggg agccaacttc cgcgacctaa 11760 

agggcgtgag ggttggagca aacaatattg ttgagtggga tccagaaatc gagcgtgtga 11820 

aactttcatc tgggaaacca ctggtatgtg tgctatttcc gtgctgttgt ttcctataac 11880 

tgtgcaacat ttactttccc atattcaaac tcataactga cgagatgctg caactactgt 11940 

aagattcatg gctaacccat gacaacattt tgcacacatc tttgttatct aggttcctga 12000 

ctatgcaatg tcattcatca agggcaaatc actcaagtaa gtttcaaaac attttttttg 12060 

ttttttgggg gaaaagtagg ttattgttta cttgtgctta catatgatgt tgcaggccgt 12120 

ttgggcgcct gtggtgggac aagacagttc ctacagttgt aaccagagca gagcctcaca 12180 

accaggtcag cttcagaaag gccactcctt ttcgccaatc cctgcatctg tatttactat 12240 

tagcgtgtgt tcccatatga tcattaccga acatgttgtc cacacaggtt ataattcatc 12300 

cgactcaagc aagggtcctc actatccggg agaacgcaag gttacagggc ttccccgatt 12360 

attaccgatt gtttggcccg atcaaggaga agtaagttcc tgttttcaag ttgcctgtac 12420 

cagatctagt cactattgaa agttttcagc agcaagccat tcatcagtta gttacagctc 12480 

j^tgaaagcct tacctctgaa catgtgtgct ttctctgatg gtgataggta cattcaagtc 12540 

ijjfggaacgcag tggctgtccc tgttgcccgg gcactgggct actgtctggg gcaagcctac 12600 

=||bgggtgaat ctgaggggag tgaccctctg taccagctgc ctccaagttt cacctctgtt 12660 

Ig'gaggacgca ctgcggggca ggcgagggcc tcttcctgtt ggcacccctg caggggaggt 12720 

^gttgagcag taaaaggatg acagatctga gctgagctgg gcaacatcca gcggcaggag 12780 

i<S.Btttctggt tcggttcgat tcgggctcac ga 12812 
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